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Within-individual variation increases over
time but remain substantially lower than

Weak and inconsistent associations of
diet and lifestyle factors with stability
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Long-term diet: cumulative averages
« MBS: 1991-2011
« MLVS: 1986-2010

« Micro-N: 1991-2019
« HMP2: every 2 week for 40 weeks

“Short-term” diet for MBS and MLVS: FFQs

assigned at stool collections
« 15! collection: habitual diets 1-year before baseline

. 2 collection: diets during the study period

Health Professional Follow-up Study (HPFS)

Men's Lifestyle Validation Study (MLVS)
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Short-term diet for Micro-N and HMP2: FFQs

assigned at stool collections
« Both collection: diets during the past week
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e Shotgun metagenomics
sequencing

e MetaPhlAn4 for taxonomic
and HUMANN4 for functional
profiling

e Minimum prevalence (10%
of samples) and relative
abundance (taxa: >0.01%;
pathways: >0.001%)
thresholds
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R? (variation explained)

® |n epidemiological settings, the human gut microbiome is relatively
stable over time intervals ranging from days to years.
e Determinants of gut microbiome stability appear to vary across

different time scales

® Provide context for future population-based research using fecal

microbiome data.
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